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SEQ ID No. 


Source Organism | 


Element Name t 


Sequence 


J 


wheat | 


Em1a 


TGCCGGACACGTGGCGCGA 


~* 

2 

3 
4 
5 


maize 
maize 

maize j 
maize j 


ABRE1 
ABRE A 
Praia m in P-box 
Z2 and Z3 box 


TTCGAGAAGAACCGAGACGTGGCGGGC 
GCGCTCGCGCCACGTGGGCATGCCGCC 
GGTTGTCACATGTGTAAAGGTGAAG 
G ATC ATG C ATG TC ATTCCACG T AG ATA A 


6 


CaMV j35SAS-2 


GTGGATTGATGTGATATCTC 


7* 


CaMV 35SAS-1 (As-1) 


TCCACTGACGTAAGGGATGACGCACAAT 


8 


Agrobacterium T-DNA j OCS ele 


TGACGTAAGCGCTTACGTCA 


9 


tobacco . | 


GCC-box 


GACTAATGGCGGCTCTTATCTCAC 


10 


soybean ;GH3D1 


GCCCTCGTGTCTCCTCAATAAGCTA 


11 


soybean 


GH3 D3 


GCAATCCTTTGTCTCAATAAGTTCCAC 


12 


soybean ; 


P3 


AAGG G AG AC AACTTGTCTCCC A 


13 


pea IGT-1 rbcS3A 


ATCTTGTGTGGTTAATATGGCTGC 


14 


Arabidopsis 


TCA motif 


CTTCATCTTCTTCCTCCACCAAACG 


15 


Arabidopsis 


C-repeat/DRE 


ATTTCATGGCCGACCTGCTTTTT 


16 


soybean |HSE 


AGAAGCTTCCAGAAGCTTCTAGAAG 


17 


maize ;ERE 


ATGCACGAATTGACCATTCC 


18 


parsley |gln2PRbox 


CATAAGAGCCGCCACTAAAATAAGACCG 


19 


wheat 


HBP-1a 


GGCCACGTCACCAATCCGCG 


20 


maize [ai PROMOTER 


CGGGTC AGTGT AC CT ACC AACCTT AAAC AC 


21 


maize !Bz1 PROMOTER 


CGTCTAACTGCGACTGGCAGGTGCGCAC 


22 


parsley 


CHS promoter 


ATCCGGTGGCCGTCCCTCCAACCTAACCT 


23 


rice tungro baciHiform virus 


Boxll 


CCAGTGTGCCCCTGG 


24* 


rice 


phyAGT-2 (GT-2) 


TAGGTTAATTATTGGCGGTAATTA 


25 


synthetic 


GT-2 like 


AAACGGTAAAAAAGCGGTAGATTACC 


26 


oat 


Phy PF1 


GAAATAGCAAATGTTAAAAATA 


27 


soybean 


AT-com 


AAAAATAATATTAATATTATATTGAAA 


" 28 


Arabidopsis 


AG site 


AT AAGCTTTACC ATTAATG GT AAAG CTTG G 


29 


Arabidopsis 


AP3 site 


CAATAC 1 I 1 CCATTT1 1 AG 1 AAC 1 AAUC 1 1 


ou 


Arabidopsis 


TGAC motif 




31 


petunia 


CAGT motif 


TTGACAGTGTCACTTGACAGTGTCAC 


32 


maize 


Dof1/Dof2 


GATCAAAAAAGTGAGATC 


33 


parsley 


pr2 oligomer II 


ATTC AAT AGTGTG CT AATTGTTT AAG AGTT G 


34 


barley 


CE1 _ 


TGCCATTGCCACCGGCCCCCCA 


35 


soybean 


H-box1 


AGCAGACATGGTAGGCAGTGCA 


36 


bean 


H-box2 


TCACCTACCCTACTTCCTATCC 


37 


barley 


loxl 


AATCGTCATGAATGAAGTCATGTGACGGCT 


38 


tobacco 


PR~2d 


AGGGGCAGCTTCGACCTCCTTCTCC 


39 


synthetic 


ROL6 


TCAGAACACGCAAGTTGCCAGCTCACCCAAC 


40 


maize 


SGB box 2/3 


AGATATGCATGATCTTTAAC 


41 


maize 


SGB box 6-8 


TG CG GTTTCTTTTGGC AC AAATGGC ATG A 


42 


maize 


MS-BS7 box1-3 


AAATCTACCTCCAACCAACCCAGCTTTGTA 


43 


maize 


MS-BS7 b0x22-24 


ATCACACCAACTTATCACCTAGAAAAGCGA 


44 


soybean 


AuxRE DR5 


CCTTTTGTCTCCCTTTTGTCTC 


45* 


rice 


PCNA MA 


CG AGGTGGGCCCGTAGGTGGGCCCGTAT 


46 


parsley 


PAL1 Box E 


TACCTTTTTACCCTTCATGTCATC 


47 


pea 


myb26 


GTCGACAAAAGTTAGGTTAGCAGGC 


48 


barley 


GARE 


GGCCGATAACAAACTCCGGCC 


49 


tomato 


E8 


TTTTATTCCCAACAATAGAAAGTCTTG 


50 


tobacco 


EIRE 


GATTTGGTCAGAAAGTCAGTCC 




wheat 


CA 


GTAGTGCCACCAAACACAACATACCAAATTA 


52 


rape 


napA 


GATCCCACATACACATACACG 


53 
54 


sunflower 
sunflower 


HaG3-A -75 
HaG3-A-111 


CAGCTCCAAATGGTGATCTTCTCCTGG 
T ATAC AG ATGTAG C ATGTCT 


55 


maize 


Prolamin box 


TTGACGTGTAAAGTAAATTTACAAC 


56 


pea ITGAC-Iike 


GACACGTAGAATGAGTCATCAC 


57 


maize 


SP20+6 


GTCCCTCTCCCGTCCCAGAGAAACCC 


58 


tobacco 


MSA RT1 


TGTCCCCCAACGGTCTTATT 


59* 


Arabidopsis 


iDRE rd29A1 {DRE 1) 


AT ATC AT AC CG AC ATC AGTT 


60 


Arabidopsis | DRE rd29A2 


ATATACTACCGACATGAGTT 


61 
62 


Arabidopsis 
tobacco 


CGF-1 
Itp1 D1 


GATAAAGATTACTTCAGATATAACAAACGTT 
TTCCC CT AGCT AG AT ACTTC ATT 


63 


pea 


ENBP1 


CGATTATTGAGATATATAATAAATTAG 


64 


tomato 


MRE 


CG AAAAC AT AC GCG CG AAATT 



Figure 1 
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FIGURE 3 
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FIGURE 5 
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A15 (PHP14147) 413bp 

GT-2 ABRE1 
TAGGTTAATTTATTGGGCGGTAATTA TAGC TTCGAGAAGAACCQAGACGTGGCGGGC TAG 

ABRE1 GT-2 
CTTCGAGAAGAACCGAGACGTGGCGGGC TAGC TAGGTTAATTATTGGCGGGTAATTATAG 

AS-1 GT-2 
CTCCACTGACGTAAGGGATGACGCACAAT TAGC TAGGTTAATTATTGGCGATAATTATAG 

GT-2 DRE1 
CTAGGTTAATTATTGGCGGTAATT ATAGC ATATCATACCGACATCAGTT TAGC TAGGTTA 

GT-2 DRE1 DRE1 

ATTATTGGCGGTAATTATAGCATATCATACCGACATCAGTTTAGCATATCATACCGACAT 

AS-1- DRE1 
CAGTTTAGCTCCACTGACGTAAGGGATGACGCACAATTAGCATATCATACCGACATCAGT 



^ DRE1 ABRE1 

TTAGCATATCATACCGACATCAGTTTAGCTTCGAGAAGAACCGAGACGTGGCG 
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FIGURE 7 




A18 (PHP14148) 392bp 

DRE1 ABRE1 
QCTA AACTGATQTCGGTATGATAT GCTA GCCCGCCACGTCTCGGTTCTTCTCGAA QCTA AACTGA 

DRE1 AS-1 ABRE1 

TGTCGGTATGATAT GCTA ATTGTGCGTCATCCCTTACGTCAGTGGAGCTAGCCCGCCACGTCTCG 

DRE1 GT-2 
GTTCTTCTCGAA GCTA AACTGATGTCGGTATGATATGCTATAATTACCGCCAATAATTAACCTAG 

AS-1 DRE1 
CTA ATTGTGCGTCATCCCTTACGTCAGTGG AGCTAA ACTGATGTCGGTAGATAT GCTA ATACGGG 

PCF PCF 
CCCACCTACGGGCCCACCTCGGCTAATACGGGCCCACCTACGGGCCCACCTCG GCTA AACTGATG 

DRE1 AS-1 ' DRE1 

TCGGTATGATAT GCTAA TTGTGCGTCATCCCTTACGTCAGTGG AGCTA AACTGATGTCGGTATGA 

TA 
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FIGURE 8 



(PHP14149) 314bp 

DRE1 DRE1 AS-1 

TAGC ATATCATACCQACATCAGTT TAQC ATATCATACCGACATCAGTT TAGC TCCACTGACGTAA 

PCF1 ABRE1 
GGGATGACGCACAAT TAGC CGAGGTGGGCCCGTAGGTGGGCCCGTAT TAGC TTCGAGAAGAACCG 

PCF1 ABRE1 
AGACGTGGCGGGCTAGCCGAGGTGGGCCCGTAGGTGGGCCCGTAT TAGC TTCGAGAAGAACTGAG 

DRE1 GT-2 
ACGTGGCGGGC TAGCA TATCATACCGACATCAGTT TAGC TAGGTTAATTATTGGCGGTAATTATA 

GT-2 ABRE1 
GCTAGGTTAATTATTGGCGGTAATTATAGCTTCGAGAAGAACCGAGGACGTGGC 



FIGURE 9 



A24 (PHP14150) 278bp 

ABRE1 ABRE1 GT-2 

TAGC TTCGAGAAGACGTGGCGGGCCGCCACGTCTCGGTTCTTCTCGA AGCTA TAATTACCGCCAA 

GT-2 GT-2 
TAATTAACCTA GCTA TAATTACCGCCAATAATTAACCTA GCTA TAATTACCGCCAATAATTAACC 

DRE1 DRE1 DRE1 

T AGCTA AACTGATGTCGGTATGATAT GCTA AACTGATGTCGGTATGATAT GCTA AACTGATGTCG 

DRE1 ABRE1 
GTATGATAT GCTA AACTGATGTCGGTATGATAT GCTA GCCCGCCACGTCTCGGTTCTTCTCGAAG 

PCF 

CTAATACGGGCCCACGTA 
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FIGURE 10 



t 



A42 (PHP14151) 



PCF AS - 1 

CQAGGTGGGCCCGTAGGTGGGCCCQTAT TAGC TCCACTGACGTAAGGGATQACGCACAAT TAGC T 

GT-2 AS-1 
AGGTTAATTATTGGCGGTAATTATAGCTCCACTGACGTAAGGGATGACGCACAAT TAGG ATATCA 

DRE1 AS-1 AS-1 

TACCGACATCAGTT TAGC TCCACTGACGTAAGGGATGACGCACAAT TAGC TCCACTGACGTAAGG 

PCF AS-1 
GATGACGCACAAT TAGC CGAGGTGGGCCCGTAGGTGGGCCCGTATTCCACTGACGTAAGGGATGA 

PCF DRE1 
CGCACAAT TAGC CGAGGTGGGCCCGAGGTGGGCCCGTAT TAGC ATATCATACCGACATCAGTTTA 

AB3R.E 1 

GCTTCGAGAAGAACCGAGTCGAG 
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FIGURE 11 




A44 (PHP14152) 198bp 

DRE1 ABRE1 
TAAACTGATGTCGGTATGATAAT GCCAA CCCGGCAACGTCCCQGTTCTTCTCGAA GCTA TAATTA 

GT-2 DRE1 As-1 

CCGCCAATAATTAACGT AGCTA AACTGATGTCGGTATGATAT GCTAA TTGTGCGTCATCCCTTAC 

As-1 AS-1 
GTCAGTGG AGCTA ATTGTGCGTCATCCCTTACGTCAGTGGAGCTCCACTGAACGTAAGGGATGAC 

GTC 

: 
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FIGURE 12 



(PHP14153) 30 




AS-1 GT-2 
TTGTGCGTCATCGCTTACGTCAGTGQAQTAATTACCGCCAATAATTAACCT AGCTA AACTGATGT 

DRE1 DRE1 ABRE1 

CGGTATGATATGCTAAACTGATGTCGGTATGATATGCTAGCCCGCCACGTCTCGGTTCTTCTCGA 

POP DRE1 
AGCTAAT ACGGGC C C AC CTACGGG C C CACCTCGGCTAAACTGATGTCGGTATGATAT GCTA ATAC 

PCF ABRE1 
GGGCCCACCTACGGGCCCACCTCG GCTA GGCCGCCACGTCTCGGTTCTTCTCGAA GCTA AACTGA 

DRE1 DRE1 
TGTCGGTATGATATGCTAAACTGATGTCGGTATGATATGCTA 



FIGURE 13 



A51 (PHP14154) 157bp 

AS-1 ABRE1 
GTGGGTCATGCCTTAGGTCAGTGGAGCTTCGAGAAGAACCQAGACQTGGCGGQC TAGC TAGGTTA 

GT-2 AS-1 ABRE1 

ATTATTGGCGGTAATT ATAGC TGGACTGACGTAAGAGCTTCGAGAAGAACCGAGACGTGGCGGGC 

DRE1 

TAGCATATCATACGGACATCAGTTTAG 
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FIGURE 14 



